GO Term

F1-vs-S1 F2-vs-S2 F3-vs-S3 F4-vs-S4 F5-vs-S5

Cellular process C 6/674 457648 648 076 M up
Metabolic process 1177/612 1230/686 1343/670 1127/669 1190/641 M down
Biological regulation 445/203 434/257 522/206 397/241 423/237
Response to stimulus 409/208 407/242 470/207 389/237 399/235
Regulation of biological process 388/168 382/224 467/176 348/209 366/210
Localization 319/165 315/194 370/156 301/183 318/177
Cellular component organization or biogenesis 244/150 293/158 276/166 247/163 291/146
Developmental process 130/67 119/72 160/68 118/74 139/69
Multicellular organismal process 119/63 107/66 139/58 106/66 122/55
8 Signaling 132/50 116/70 153/46 110/58 113/62
3 Multi-organism process -JJJ101/56 97/64 113/58 88/57 87/53
o Reproduction 90/38 81/51 97/37 72/48 87/48
o Negative regulation of biological process ] 7/30 76/39 81/31 69/35 74/32
S Reproductive process {J]61/27 57/34 67/24 47/32 61/31
> Positive regulation of biological process JJ#6/27 58/29 56/25 43/31 57/31
9 Detoxification J136/20 40/16 41/19 32/17 36/17
= Growth 4 16/10 14/14 16/9 13/13 18/13
Locomotion 18/12 20/10 20/11 17/10 21/8
Immune system process 19/10 22/10 25/11 19/9 19/9
Rhythmic process 4 7/® 49/6 16/5 J8/7 1818
Cell proliferation {6/1 J12/1 |6/4 18/2 J11/1
Biological adhesion 4>/ 1313 14/6 {4/4 15/3
Nitrogen utilization {4/3 4217 1412 12/4 12/5
Behavior {40 1410 1311 13n 1310
Carbon utilization 43/1 |2r2 |an 212 |on
Cell killing 41/0 {o/0 Jonn _oio _oio
0 560 1,600 1,5IOO 2,(;00 2,5IOO 560 1,(:;00 1,5IOO 2,600 2,5IOO 0 560 1,600 1,5;00 2,(:;00 2,5;00 0 560 1,(:;00 1,5IOO 2,600 2,5;00 5(I)0 1,(:;00 1,5IOO 2,600 2,5:00
Binding 1106/540 1172/633 12971577 1044/604 1109/581
Catalytic activity 1009/560 1031/613 1160/569 948/595 1026/563
- Transporter activity 199/87
2 Transcription regulator activity -JiJj 100/43 126/43
2 Structural molecule activity 54/72
L:L’ Molecular function regulator 49/32
o Antioxidant activity 23/15 14/13 26/19 18/17 19/13
c—:,s Molecular transducer activity -23/8 19/13 26/4 15/10 21/9
D Molecular carrier activity 49/° {8/4 ]10/3 16/3 18/2
[ Translation regulator activity 2/ {7/2 16/1 14/1 18/1
= Nutrient reservoir activity 10/0 -{0/0 {0/0 {on Jor2
Cargo receptor activity 0/0 -{0/0 -{0/0 _0/0 4o
Toxin activity {1/0 {1/0 10/0 11/0 _0/0
0 5(I)0 1,(;00 1,5IOO 2,(;00 2,5IOO 5(I)0 1,0IOO 1,5IOO 2,600 2,5IOO 0 5(I)O 1,CI)00 1,5IOO 2,(;00 2,5IOO 0 560 1,0IOO 1,5IOO 2,(;00 2,5IOO 5(I)0 1,(;00 1,5IOO 2,600 2,5IOO
Cell part 1 (8/398 8271407 886/429 151/397 830/380
Cell 779/398 827/407 887/429 751/397 830/380
Organelle
Membrane
Protein-containing complex
- Organelle part
S Membrane part
g Membrane-enclosed lumen
Q Extracellular region
g Cell junction 24/11
@) Symplast 21/12 23/11
IS Supramolecular complex 48/2 10/3
= Virion 77 17/8
8 Extracellular region part413/5 J12/2
Virion part {6/6 |6/7
Other organism 49/3 19/4
Other organism part49/3 19/4
Nucleoid 42/1 12/1
Synapse H1/1 11/0
Synapse part-1/0 11/0
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Figure S3 GO Functional Annotation of DEGs in S and F.



